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Study on Optimal Conditions in Arbitrarily Primed PCR
Human DNA Fingerprinting
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Abstract: [Objective] To explore the optimal conditions in fingerprinting (APHDF).[M ethods] The hu-
man DNA fingerprints were detected by APHDF . A pair of short primers was used for amplification. The experi-
mental conditions including template, Mg2+, deoxyribonucleotides, and parameters of cycle, were optimized.
[ Results] The template DN A should be abstracted freshly and the concentration should be ranged from 50 ~ 550
mg/ L. The best concentration of M gﬁ was 5. 0 mmol/L. The deoxyribonucleotides concentration w as optimal at
0. 2 mmol/L.. The PCR cycling parameters were as follows : The denaturing temperatures, annealing tempera-
tures and extension temperatures were 94 Cand 90 Cfor30s, 43 Cand 48 Cfor 40 s or 50 s, and 72 Coor
1 min or 80 s, respectively.[Conclusion] The optimal conditions of the experiment are obtained, with good re-
producibility and high specificity . Therefore, this method can be widely applied in practice.
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Fig 1 The amplified results with different Mg2+ concentration
Lanes 1 ~ 7 corresponed to 0.5 1.0, 20,30, 40,50 60
mmol/ L respectively (PAGE)
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Fig. 2 The amplification results with varied annealing

temperature and time
Lanes 1, 3, 5, 7, correspond to annealing temperature 37 ‘C, 43
C, 48 C, 55 Cand time 40 s; Lanes 2, 4, 6, 8 corresponed to anneal-
ing temperature 37 C, 43 C, 48 °C, 55 C and time 70 s (AGE)
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Fig. 3 Photograph of APHDF of unrelated individuals
Lanes 1~ 8 correpond to 8 different individuals; M: DN A marker
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